Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.001 Å; disorder in main residue; R factor = 0.031; wR factor = 0.090; data-to-parameter ratio = 27.6.
The complete molecule of the title compound, C 20 H 19 NO 5 S 2 , is generated by a crystallographic twofold axis and the O atom and N-H group attached to the central benzene ring are statistically disordered. The dihedral angle between the central and terminal benzene rings is 56. 91 (5) and that between the terminal benzene rings is 29.80 (5) . In the crystal, N-HÁ Á ÁO hydrogen bonding links the molecules into sheets lying parallel to the ab plane.
Related literature
For the biological properties of sulfonyl derivatives, see: Supuran et al. (2003) . For a related structure, see: Sinha et al. (2011) . For the stability of the temperature controller used in the data collection, see : Cosier & Glazer (1986 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 (Sinha et al., 2011) .
Sulfonyl derivatives are found to be active against inflammation, various viral infections as well as cancer (Supuran et al., 2003) .
The asymmetric unit of the title compound consists of half the molecule with the other half of the molecule being generated by a twofold axis. The crystal structure is disordered with the O1 and the N1 atoms attached at the same position with half occupancies each to the central phenyl ring (Fig 1 and Fig 2) . All parameters in (I) are within normal ranges. The dihedral angle between C1/C6 and C8-C12/C8a-C12a is 56.91 (5)° whereas the dihedral angle between C1-C6 and C1a-C6a is 29.80 (5)°. In the crystal structure, (Fig. 3) , N1-H1···O3 i hydrogen bonds (Table 1) 
Refinement
N bound H atom is located from a difference Fourier maps and refined using a riding model. The remaining H atoms were positioned geometrically and refined using a riding model with C-H = 0.93-0.96Å and U iso (H) = 1.2 or 1.5 U eq (C-methyl).
A rotating group model was applied to the methyl groups. The crystal structure is disordered with N1 and O1 occupying the same phenyl position with refined site of occupancies closed to 0.5. In the final refinement, the ratio was fixed at half occupancy.
Figures Fig. 1 . A disorder component of the structure with 50% probability displacement ellipsoids. Hydrogen atoms are shown as spheres of arbitrary radius. 
Special details
Experimental. The crystal was placed in the cold stream of an Oxford Cryosystems Cobra open-flow nitrogen cryostat (Cosier & Glazer, 1986 ) operating at 100.0 (1) K. 
